In the title compound, C 17 H 15 N 3 O 5 SÁC 2 H 6 OS, the thiazine ring adopts a distorted half-chair conformation. The enolic H atom is involved in both intramolecular and intermolecular O-HÁ Á ÁO hydrogen bonds, the latter linking the molecules into centrosymmetric pairs. Both anthranilamide H atoms are involved in hydrogen bonding to O atoms of dimethyl sulfoxide molecules, linking the pairs of molecules into chains.
Comment
Owing to their application as non-steroidal anti-inflammatory agents (Turck et al., 1996; Bihovsky et al., 2004) , considerable attention has been given to synthetic and structural investigations of 1,2-benzothiazine 1,1-dioxides and their precursor intermediates (Golič & Leban, 1987) . During our syntheses of various benzothiazine derivatives (Rehman et al., 2005; Rehman et al., 2006) the crystal structure of the title compound, (I), has been determined.
In (I) (Fig. 1) , the thiazine ring adopts a distorted half-chair conformation. The geometry at N1 is pyramidal, with the methyl group pointing approximately perpendicular to the thiazine ring. Atoms O3 and O1 lie approximately in the plane of the thiazine ring, while atom O2 lies approximately perpendicular to it. Atoms N1, C8, C9, O4 and N2 are coplanar to within 0.093 (2) Å . The S1-N1 bond length of 1.6427 (15) Å is as expected for a sulfonamide.
Like other 1,2-benzothiazine 1,1-dioxide molecules (Golič & Leban, 1987; Fabiola et al., 1998) , the enolic hydrogen on O3 is involved in intramolecular hydrogen bonding (Table 1) , and there is a shortening of the C7-C8 bond [1.362 (3) Å ] due to partial double-bond character. Two further intramolecular hydrogen bonds are also present in (I) that are not observed in related benzothiazine molecules such as piroxicam (Kojić-Prodić et al., 1982) and meloxicam (Fabiola et al., 1998) . Specifically, atom H2 forms hydrogen bonds with both N1 and the anthranilamide atom O5. Atom H3 is also involved in intermolecular hydrogen bonding with atom O4 of an adjacent molecule (Table 1 and Fig. 2 ), linking the molecules into centrosymmetric pairs.
The O atoms of two symmetry-related dimethyl sulfoxide molecules link adjacent benzothiazine molecules through N-HÁ Á ÁO hydrogen bonds from H3A and H3B of the benzothiazine amino group (Table 1) . These interactions link the centrosymmetric pairs of molecules into chains (Fig. 2) .
Experimental N-[2-(Aminocarbonyl)phenyl]-4-hydroxy-2-methyl-2H-1,2-benzothiazine-3-carboxamide 1,1-dioxide was synthesized according to a literature method (Rehman et al., 2006) . The compound was dissolved in a mixture of methanol and DMSO (80:20 v/v) at room temperature. Crystals were obtained by slow evaporation and dried under high vacuum. Table 1 Hydrogen-bond geometry (Å , ) . (17) 2.064 (18) 2.941 (2) 166 (2) Symmetry codes: (i) Àx þ 1; Ày þ 2; Àz þ 1; (ii) Àx À 1; Ày þ 1; Àz þ 1.
Crystal data
H atoms bound to C atoms were placed geometrically and refined using a riding model, with C-H = 0.95 Å , U iso (H) = 1.2 U eq (C) for aryl H, or C-H = 0.98 Å , U iso (H) = 1.5 U eq (C) for methyl H. The methyl groups were allowed to rotate about their local threefold axes. H atoms bound to N and O atoms were located in difference Fourier maps and their coordinates were refined freely with U iso (H) = 1.2U eq (N) or 1.5U eq (O).
Data collection: COLLECT (Nonius, 1998); cell refinement: DENZO (Otwinowski & Minor, 1997) ; data reduction: DENZO; program(s) used to solve structure: SHELXTL (Bruker, 2000); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
Figure 2
Projection approximately on to the plane of one hydrogen-bonded chain in (I). H atoms not involved in hydrogen bonding have been omitted. Dashed lines denote hydrogen bonds. (Symmetry operators to generate molecules containing O4A and O6A, respectively: 1 À x, 2 À y, 1 À z; Àx À 1, 1 À y, 1 À z.)
Figure 1
The molecular structure of (I), showing displacement ellipsoids at the 50% probability level for non-H atoms. Dashed lines denote hydrogen bonds. 
